catalytic domain [7]. In addition, by using NMR titration Switching Off the Switch experiments, they characterize its molecular interaction with substrates and the substrate binding domain, shedding new light on the molecular basis for substrateThe solution structure of the catalytic domain of the induced MKP activation.
Activated, phosphorylated MAP kinases are dephosphorylated by dual-specificity phosphates (DSPs), which are comprised of a substrate binding domain (SBD) and a catalytic domain (CD). In the inactive state, the catalytic aspartate in the acid loop is structurally disengaged from the active site. MAPK binding to the SBD results in a conformational rearrangement and produces the catalytically active geometry of the involved cysteine, arginine, and aspartate residues. 
